Supplementary Data

Confusion Matrix on prediction in test set
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Figure S1: Confusion matrix on prediction on test set for the baseline machine learning models
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Figure S2: F-score on test dataset, validation loss, and training loss for PubMedBERT



Validation loss

0.70
0.65

7

2 0.60
0.55

0.50

o
0
-t
o

15 20 25
Epoch

Training loss

0.45

o
(&)

10 15 20 25
Epoch

Figure S3: F1-score on test dataset, validation loss, and training loss for BioBERT
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Figure S4: F1-score on test data, validation loss and training loss for Clinical BERT



g o
e
— <
oo o e
w
oRE...
we
WO g
o o oo ge—
o
s
e, 1 -~ . r‘ o -
oy A ————
- c L T
N - =X Y,
oo ¢ '\'" e nRGIA g
" i - - o
"-’-k.,__‘ ..,_.-'w__.u.. .'.c-—-o-—"“-_-_. ,._:’ -
rowprs
endomelial cancer e o e’ o =
A "‘iw " ey X/l e ey e s o
mIREB4A e e S R G
o txte @ cene .
= ol e . T *
= el -
o et g e SOl o . miRE43 o
N g gt =
Fagit
X g s #
BREAT " ac, TGS P
s hd — el .
- e meR2 RN e
e w—- o
m o
nCer..” - &S T
- o
vy T g ot b o
o sengegn G e c'cr P
e 48 o .Y ckencgarcar
g Vo
et R o =
R O Gancece: w‘ T - b
... gaStigieaNcok . 08 lhal@r carcinorga,,
% S ey, - o o -
o & et g WL < P
@ ity e = ¥, O g NO Wi s mer ) win
AN A wagrer (ke -t R
. bl -
gt m > RS 84
P e s pm.c&\cu -n::
G g ey - i
npae Ay miggot g - o gy 37 Lo L .
- m 58 .
s TP N,
s ——e cate

—
e
o B
e —grn g™
TR AN =
- - o
- e
o e ettt
-
r—
L]
g st ninema

Figure S5: miRNA-mRNA—disease network from all the positive annotated relations.



